What is claimed is: 

A method for amplYfying a polynucleotide sequence 
comprising : 

obtaining a linear, singlV strand polynucleotide sample; 
ligating the ends of said sample to form a circular shaped 
sample ; 

introducing first and second \sequence specific primers to 

said circular sample; and\ 
initiating a primer extension afoplif ication reaction to 

increase copy number of saidy circular sample. 




said step of obtaining a 
sample further comprises 



The method of claim 1 
linear, single strand r\\ioyk\ 
the steps of: 
obtaining a sample of mR^ 

contacting said mRNA with\^veV^^^ranscriptase without RNase 
H so that a first strand 4DNA - mRNA complex is formed, 
and degrading said mRNA toXform a polynucleotide sample. 



The method of claim 1 wherein said primer extension 
amplification reaction^ a polymerase chain reaction. 



The method of claim 1 wh^ 
reaction is employed with Taq 
resisted DNA polymerase. 



in. said polymerase chain 
rase or other heat- 




The method of claim 1 wherein said xCR is touchdown PGR, 



The method of c^aim 2 rbsorther comprising the step of: 
harvesting said amplified nucl\o1:ide product. 



1 . 

The method of claihk^l wherein said ligase is T4 DNA 
ligase. 

8 

The method of claim 1 whereinN^aid primer is a 
degenerate primer . 

9. 

The method of cis^im 1 wherein said first and second 
primers are designed tSD hybridize to from about 4 to about 35 
contiguous bases from aXsequence known or suspected to be 
present in said nucleic a^cid sample. 




10. 



The method of claim 1 wH^erein said first primer 
comprises a 3' end of^'^TFie same\ which is toward the 5' end of 
the nucleic acid sample . 

11. 

The method of claim 1 wherein 6jie of said primers 
comprises a 3' end of ffie same which jS§ toward the 3' end of 
said nucleic acid sample. 




12. 

A method for amplifying a nucleic acid molecule 
including the 5' and 3'\ends comprising: 
circularizing said nuclerfc acid molecule; 

contacting said nucleic acJsfi wpL^th first and second primers; 
and 

introducing a polymerase and k \supply of nucleotide bases to 
said circularized nucleic Nacid molecule so that an 
amplification reaction occuVs; wherein said region of 
said nucleic acid molecule outside of said first and 
second primers including the 3\ and 5' ends of said 
molecule is amplified. 
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13. 

The method of c l^m 1 wherein said ligase is T4 DNA 
ligase . 



rein said primer is a 



The method of claim 1 
degenerate primer. T 




The method ofXclaim 1 wherein said forward and reverse 
primers are designedyEo" hybridize to. from about 4 to about 35 
contiguous bases fromXa sequence known or suspected to be 
present in said nucleia acid sample. 




16. 

The method of claim iXwherein said one of said primers 
comprises a 3' end of the sajne which is toward the 5' end of 
the nucleic acid sample. 



The method of claim 1 whereo^Ji one of said primers 
comprises a 3' end of the same whiofi is toward the 3' end of 
said nucleic acid sample. 



the absence of RNase H 
strand of cDNA is 



18 

A method of cloning a\full length cDNA sequence from an 
mRNA sample comprising: 
obtaining a sample of mRNA; 
transcribing said mRNA to 

activity; 
degrading said mRNA so t 

obtained; 
ligating the ends of sai 
selecting forward and rev 

known sequence of a ge 
cDNA; and 

amplifying said cDNA by an extensi\Dn chain reaction. 
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e specific primers from 
ect^d^'^to be present in said 



3 JJ 



19. 

A method of sequ^cing a full length coding DNA or mRNA 
for a gene comprising; 
obtaining a sample of mRNA; 

transcribing said mRNA to\cDNA in the absence of RNase H 
activity; 

degrading said mRNA so that\ a single strand of cDNA is 

obtained; 
ligating the ends of said cl 

selecting forward and reveryse \gene specific primers from 

known sequence of a gene J^uspected to be present in said 
cDNA; 

amplifying said cDNA by a AolymeVase chain r^action; to 
obtain an amplified prWluct Vnd thp-r€after; 

inserting said amplified prodifet — frtcTEo a vector for 
sequencing . 



20. 

AN^et of nucleotide primers for use in PGR amplification 
of circularized cDNA comprising: 

a f orward>vprimer of from about 4 to about 35 contiguous bases 
capablse of hybridizing to a gene which is to be 
amplifdj^d, and 

a reverse primer of from about 4 to about 35 contiguous bases 
capable ob. hybridizing to a gene which is to be 
amplified, Vherein said forward primer is towards the 3' 
end of said gene and said reverse primer is towards the 
5' end of saiovgef^e. 
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21. 

A kit for amplifyiNjg first strand cDNA from a sample of 
mRNA comprising: 
a DNA ligase, 
a DNA polymerase, 

a reverse transcriptase withVut RNase H activity; 
an enzyme for degrading mRNA ^rom a cDNA - mRNA hybrid; 
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each of the four ae^xyn 
dGTP, and dTTPA 



r depxynucleoside tri 



phosphates (dATP, dCTP, 



22. 

A full length ^DNA sequence said sequence determined by 
the method of cl^-fa- 17 



23, 



A cloned nucleic abid obtained by the method of claim 1 



24 . 

A method fo^ amplifying a nucleic acid sequence 
comprising : 

obtaining a linear A single strand nucleic acid sample; 
ligating the ends of\said sample to form a circular shaped 
sample ; 

introducing first and kecond sequence specific primers to 
said circular sample; wherein said sequence specific 
primers each have e nd directed toward the 5' or 3' 

end of said spec>dr^J.c\ sequeribe, and 

initiating an ampli/f icaticm reaction to amplify said circular 
sample . 



y25. 

implifying a nucleic acid sequence 



^ samplJ 




nucl^jfd^acid sample; 

form a circular shaped 



/ 

A method for 
comprising : 

obtaining a linear, ^ngle strand 
ligating the ends of s) 
sample; 

introducing first and second seqdence specific primers to 
said circular sample; whereiA said sequence specific 
primers each have a 3' end diVected toward the 5' or 3' 
end of said specific sequenced and 

initiating a polymerase chain amplii^ication reaction to 
amplify said circular sample, 
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